ICP4-induced miR-101 attenuates HSV-1 replication
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Figure S1. An immunoprecipitation of ICP4 using anti-FLAG and IgG from HeLa cells,
which allows for the identification of RCL1/miR-101 promoter fragment. The DNA level of

promoter fragment was detected by qPCR.
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Figure S2. Luciferace activity of RCL1/miR-101 promoter deleted of ICP4 bind site. HeLa
cells were transfected with promoter fragments (p421 has the highest promoter activity, p-out
stand for the promoter deleted the binding site (59bp), pGL3-Basic as a control pkasmid) for

48h and determined by luciferase activity assays. Data are normalized against the vector



control and error bars present as means =SD (n=3).
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Figure S3. Uncropped, unprocessed images of blots and gels.
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Figure S4. Uncropped, unprocessed images of blots and gels.
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Figure S5. Uncropped, unprocessed images of blots and gels.
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Figure 7A
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Figure S6. Uncropped, unprocessed images of blots and gels.



Figure 7D

Figure S7. Uncropped, unprocessed images of blots and gels.

Table S1. Primer Sequence in this study.

Primer Sequence

pGL3-p1060-AS 5' GGAATTCGGAGAGACTAGACACCGGGTCAGAGS3'

pGL3-p421-AS 5' GGAATTCGGAGAGACTAGACACCGGGTCAGAGS3'

pGL3-p334-AS 5'ATAGAATTCTTCGGGCCACGCCGCTATTG3'

ICP4-AS-XI 5'ATAGCCTCGAGTTACAGCACCCCGTCCCCCTC3'

GRSF1-3’'UTR-Bot 5' TCGAGAAGCTTACAGTACAGTGATTTCGCATCTG3'

GRSF1-3’UTR-Bot-mut 5" TCGAGAAGCTTAGTCTAGACTCATTTCGCATCTG3'

CRSF1-Xhol 5' GCAGCACTCGAGGCTTTTCCTTTTGGACATGAGTTCAGGAACS'

shICP4-Bot 5'AATTCAAAAAAACAGCAGCTCCTTCATCACCCTCGAGGGTGATGAAGGAGCTGCTGTTGS!

shGRSF1-Bot 5’AGCTTCAAAAA ATGAGGATATTCAACCCATGACACTCGAGTGTCATGGGTTGAATATCCTCATGS'

pre-miR-101-1-RT 5' TGCCATCCTTCAGTTATC3'




U6 RT primer 5' GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACAAAATATGGAACS!

miR-101-Fwd 5'GCCCGCTCTTTGGTTATCTAGS'

Reverse 5'CCAGTGCAGGGTCCGAGGT3

pre-mir-101-1-AS 5'TGCCATCCTTCAGTTATCACAG3S'

pre-mir-101-2-AS: 5'ACCACCATTCTTCAGTTATCACAG3'

RCL1-AS 5'AAGCAAGTGGCTATTCTGT3'

B-actin-AS 5' CTAGAAGCATTTGCGGTGGAC 3’

GRSF1-gPCR-AS 5'CCAATTCAATGTGAGTGTCTTCCG3'

ChIP-AS 5' GCTGCCATTGGTCCGTAGTG3!

Unlabeled-probe 5' AGCATCTTCACCCCAGTAGTTGCCGTAAGTAGTAATGCTAAGAATCCGGCACGTCGTAGS3

gD-gPCR-S 5'CTTCACGAGCCGCAGGTA3'




